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Severe acute respiratory syndrome-associated coronavirus (SARS-CoV) infection causes lung failure char¬ 
acterized by atypical pneumonia. We previously showed that antibodies against SARS-CoV spike domain 
2 (S2) in the patient sera can cross-react with human lung epithelial cells; however, the autoantigen is not 
yet identified. In this study, we performed proteomic studies and identified several candidate autoanti¬ 
gens recognized by SARS patient sera in human lung type II epithelial cell A549. Among the candidate 
proteins, annexin A2, which was identified by mass spectrometry analysis and had the highest score by 
Mascot data search, was further characterized and investigated for its role as an autoantigen. By confocal 
microscopic observation, SARS patient sera and anti-S2 antibodies were co-localized on A549 cells and 
both of them were co-localized with anti-annexin A2 antibodies. Anti-annexin A2 antibodies bound to 
purified S2 proteins, and anti-S2 bound to immunoprecipitated annexin A2 from A549 cell lysate in a 
dose-dependent manner. Furthermore, an increased surface expression and raft-structure distribution 
of annexin A2 was present in A549 cells after stimulation with SARS-induced cytokines interleukin -6 and 
interferon- 7 . Cytokine stimulation increased the binding capability of anti-S2 antibodies to human lung 
epithelial cells. Together, the upregulated expression of annexin A2 by SARS-associated cytokines and 
the cross-reactivity of anti-SARS-CoV S2 antibodies to annexin A2 may have implications in SARS disease 
pathogenesis. 

© 2009 Elsevier Ltd. All rights reserved. 


1. Introduction 

Infection by severe acute respiratory syndrome-associated 
coronavirus (SARS-CoV) causes life-threatening atypical pneumo¬ 
nia (Drosten et al, 2003; Ksiazek et al, 2003; Kuiken et al, 2003; 
Marra et al., 2003; Peiris et al, 2003a; Rota et al., 2003). The patho¬ 
genesis of this disease is not fully understood. Pathological studies 
in SARS patients showed lung lesions with three defined phases 
including acute inflammation, fibrous proliferation, and the final 
fibrosis stage. Disease progression is initiated by SARS-CoV acute 
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infection and accelerated by abnormal host immune responses (Gu 
and Korteweg, 2007; Holmes, 2003; Lai, 2003; Lau and Peiris, 2005; 
Nicholls et al, 2003a; Peiris et al., 2003b; Perlman and Dandekar, 
2005; Perlman and Netland, 2009). SARS-CoV can infect multiple 
cell types with immune cells and pulmonary epithelial cells repre¬ 
senting the main targets (Gu et al., 2005). Furthermore, a cytokine 
and chemokine storm has been demonstrated and its intensity 
associated with some clinical manifestations (Cameron et al., 2008; 
He et al., 2006; Huang et al., 2005; Jiang et al., 2005a; Wong et al., 
2004; Zhang et al., 2007). Therefore, it is not sufficient to prevent 
SARS progression by anti-virus therapy only. Anti-inflammatory 
agents have also been used for clinical treatment (Fujii et al., 2004; 
Groneberg et al., 2005; Lai, 2005; So et al., 2003; Tsang and Seto, 
2004; Tsang and Zhong, 2003; van Vonderen et al., 2003). SARS 
vaccines are currently under development and evaluation (Bai et 
al., 2008; Cheung et al., 2007; Groneberg et al., 2005; Jiang et al., 
















Y.-T. Fangetal./ Molecular Immunology 47 (2010) 1000-1009 


1001 


2005b; Lin et al., 2007; Marshall and Enserink, 2004; Martin et al., 
2008; Okada et al., 2007; Oxford et al, 2005). 

For anti-SARS therapy, the interrelationship must be clari¬ 
fied between viral and host responses in disease pathogenesis. 
CoV-induced autoimmunity has been characterized previously. 
Infections of murine CoV such as mouse hepatitis virus induce 
autoreactive T cells, B cell polyclonal activation, and autoantibody 
production (Hooks et al., 1993; Kyuwa et al., 1991; Mathieu et al., 
2001; Perlman and Dandekar, 2005). Furthermore, our previous 
studies showed the presence of autoantibodies in SARS patient sera 
that cross-reacted with the epithelial cell line A549 (Lin et al., 2005 ). 
Other groups have also reported the generation of autoantibodies 
against epithelial and endothelial cells in SARS patients (Lo et al., 
2006; Yang et al., 2005). However, the mechanism and implica¬ 
tions are still unclear regarding the induction of autoimmunity by 
SARS-CoV infection. Molecular mimicry-based autoimmunity has 
been reported in both acute and chronic viral infections (Barzilai et 
al., 2007; Christen et al., in press; Christen and von Herrath, 2004; 
Horwitz and Sarvetnick, 1999; Kim et al., 2005; Lin et al., 2006; 
Regner and Lambert, 2001; Rouse and Deshpande, 2002). The iden¬ 
tification of autoantigens is important to verify the molecular basis 
of autoimmunity. 

Antibodies against SARS-CoV spike-protein domain 2 (S2) are, 
at least in part, responsible for the epithelial cell cross-reactivity of 
SARS patient sera (Hwa et al., 2008; Lin et al., 2005). In the present 
study, we performed proteomic approach to identify epithelial cell 
autoantigens recognized by SARS patient sera and anti-S2 antibod¬ 
ies. Annexin A2 represents a candidate autoantigen. The surface 
expression of annexin A2 upregulated by SARS-induced cytokines 
including interleukin -6 (IL- 6 ) and interferon -7 (IFN- 7 ) was also 
investigated. 

2. Materials and methods 

2.2. Patient sera 

SARS patient sera were collected by the Center for Disease Con¬ 
trol, Department of Health, Taiwan (CDC-Taiwan), from March to 
June 2003. Diagnosis of SARS was based on the clinical criteria 
established by the WHO and confirmed by laboratory methods as 
described previously (Lin et al., 2005). Five SARS patient sera col¬ 
lected from the late stage (>20 days after fever onset) were included 
in this study. Patient sera were collected by CDC-Taiwan. The 
study protocols and procedures were approved by the Institutional 
Review Board of the National Cheng Rung University Hospital. Sera 
from healthy individuals were used as controls. 

2.2. Cell cultures 

Human lung adenocarcinoma cell line A549 was grown in 
DMEM, and human lung epithelial cell line HL was grown in 
MEM, both supplemented with 10% fetal calf serum (FCS), 2mM 
L-glutamate, and 50 ng/ml gentamycin. Cells were cultured at 37 °C 
in a humidified atmosphere of 5% C0 2 . 

2.3. Cell cytosol and membrane preparation 

The cytosolic and membrane proteins of A549 cells were 
extracted using a commercial kit named 2-D Sample Prep for 
Membrane Proteins (Pierce Biotechnology, Rockford, IL, USA) and 
performed with TCA/acetone at -20 °C for 15 min, followed by cen¬ 
trifugation at 15,000 x g for 20 min at 4 °C. The pellet was dissolved 
in rehydration buffer containing 7 M urea, 2 M thiourea, 2% CHAPS, 
IPG buffer pH 3-10 (Amersham Biosciences, London, UK), and a 
trace amount of bromophenol blue before gel electrophoresis. 


2.4. 2-DGE and LC-MS/MS analysis 

2-DGE was carried out in a horizontal electrophoresis sys¬ 
tem (IPGphor; Amersham Biosciences, Buckshire, UK) for the first 
dimensional IEF. Immobiline DryStrips (18 cm, pH 3-10, nonlin¬ 
ear) were rehydrated in the sample supernatant (in rehydration 
buffer) in the slot of an 18-cm strip holder (Amersham Biosciences, 
Buckshire, UK) at 20 °C for 12 h. The first dimensional IEF running 
conditions were 500 V for 500 Vh, 1000 V for 1000 Vh, and 8000 V 
for 32,000Vh. The current limit was set at 50mA per strip and 
maintained at 20 °C. Upon completion, the strip was equilibrated 
first with equilibration buffer (6 M urea, 30% glycerol, 0.2% SDS and 
50 mM Tris (pH 8 . 8 ), and 1% DTT) for 15 min at room tempera¬ 
ture, and then with 2.5% iodoacetamide in equilibration buffer for 
another 15 min. The equilibrated strip was then applied to the SDS- 
PAGE for second dimension separation. The SDS-PAGE was carried 
out on a homogeneous running gel 12% without a stacking gel. Elec¬ 
trophoresis was conducted at 25 V for 1 h, and then at 15 W per gel 
at 5 °C until the bromophenol blue reached the bottom of the gel. 
The resulting gel was visualized by silver stain. 

The protein spots of interest were excised and subjected to in¬ 
gel digestion. The excised gel slice was destained in 1:1 solution 
of 30 mM potassium ferricyanide and lOOmM sodium thiosulfate 
and then washed twice in 25 mM ammonium bicarbonate with 50% 
acetonitrile. The protein in the gel slice was reduced in 10 mM DTT 
for 60 min and alkylated in 55 mM iodoacetamide for 45 min in 
the dark. The gel slice was then washed twice as described above, 
air-dried after adding acetonitrile, and subjected to tryptic diges¬ 
tion. The gel slice was suspended and ground into small pieces 
in digestion buffer containing 1 p>g TPCK-treated porcine trypsin 
(Promega, Madison, WI, USA) in 25 mM ammonium bicarbonate, 
and the digestion was carried out at 37 °C for 16h. Immediately 
after digestion, the sample was centrifuged, and the supernatant, 
which contained tryptic peptides, was transferred, mixed with 5% 
formic acid in 1:1 water/acetonitrile, diluted with an equal volume 
of water, and submitted to MS analysis. 

For protein identification, the tryptic digests were injected 
into an LCQ. Deca XP plus ion trap mass spectrometer (Ther- 
moFinnigan, San Jose, CA, USA) equipped with a HPLC system 
(LC Packings, Amsterdam, Netherlands). Before being introduced 
into the nano-ESI source of the mass spectrometer, the peptides 
were fractioned by a reverse-phase capillary Cl 8 column (75 p,m 
i.d. xl5cm, LC Packings) with a linear 5-60% solvent gradient 
(buffer A: 95:5 water/acetonitrile in 0.1% formic acid; buffer B: 
20:80 water/acetonitrile in 0.1% formic acid) in 50 min at a flow 
rate of 200nl/min. The electrospray voltage was 1.2 kV and tan¬ 
dem MS was performed for the peptides eluted from LC (Tyan et 
al., 2005). 

2.5. Sequence database search 

The raw data acquired by MS were converted into peak list 
(DTA) files via Bioworks Browser 3.3 (ThermoFinnigan). The result¬ 
ing peak lists were used to search against the NCBI nr database 
(NCBI nr 20090710; 9283978 sequences; 3180197137 residues) 
using the Mascot MS/MS ion search engine (20090612 updated, 
http://www.matrixscience.com, Matrix Science Ltd., London, UK). 
The search parameters were set as follows: trypsin was allowed 
for proteolytic cleavage; the number of missed cleavage sites was 
set to 2 ; fix modifications were not selected; variable modifications 
included cysteine carboxymidomethylation, asparagines and glu¬ 
tamine deamidation, methionine oxidation, pyroGlu on N-terminal 
of glutamic acid and glutamine were considered; peptide mass tol¬ 
erance was set to 1 Da; MS/MS ion mass tolerance was set to 1 Da; 
peptide charges were set to 2 ; only human taxonomy was con¬ 
sidered; the number of human protein entries in NCBI database 
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was 226477 and the proteins identified with peptide score >20 
(expectation value <0.05) were considered. 

2.6. Protein binding assay 

SARS S2 proteins were purified from the construct pMBP-TWsp- 
S2 in Escherichia coli DH5a. The preparation of S2 protein was 
described in previous study (Lin et al., 2005). For S2 binding assay, 
an ELISA plate was coated with purified S2 protein in coating buffer 
(15 mM of sodium carbonate and 35 mM of sodium bicarbonate, pH 
9.6) overnight at 4 °C. After blocking with 1 % bovine serum albumin 
(BSA) in coating buffer and repeated washes with 0.05% Tween-20 
in phosphate-buffered saline (PBS-T), polyclonal anti-annexin A2 
IgG (Santa Cruz Biotechnology, Santa Cruz, CA, USA) was added fol¬ 
lowed by horseradish peroxidase (HRP)-conjugated anti-rabbit IgG 
(Calbiochem, San Diego, CA, USA) in 1 /2000 dilution. After washing 


with PBS-T, ABTS peroxidase substrate (Sigma-Aldrich, Milwaukee, 
WI, USA) was added to each well and the absorbance was measured 
at 405 nm by Emax microplate reader (MDS Analytical Technolo¬ 
gies, Sunnyvale, CA, USA). For annexin A2 binding assay, polyclonal 
anti-annexin A2 IgG in PBS was coated on ELISA plate and annexin 
A2 in A549 cell lysate was immunoprecipitated by its binding to 
anti-annexin A2. After washing, polyclonal anti-SARS S2 IgG was 
added followed by HRP-conjugated anti-mouse IgG (Calbiochem) 
in 1/5000 dilution. The measurement of absorbance was the same 
as described above. 

2.7. Immunofluorescence staining and confocal microscopy 

Monolayers of A549 cells (1 x 10 5 cells/ml) were cultured on 
sterile microscope cover glasses in 24-well plate before exper¬ 
iment. Cells were washed with PBS gently and fixed with 1% 
paraformaldehyde in PBS at room temperature for 10 min. Primary 
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Fig. 1. Epithelial cell self-antigens recognized by SARS patient sera. (A) Human A549 epithelial cell membrane fraction was separated by SDS-PAGE and immunoblotted with 
SARS patient sera (from a pool of five patients) or normal control sera. (B) Membrane fraction was analyzed by 2-DGE and silver stain (top panel) followed by blotting with 
SARS patient sera (bottom panel). Seven protein spots (a-g) were detected and protein identification is shown in Table 1. 


Table 1 

Identification of epithelial cell self-antigens recognized by SARS patient sera. 


2-DGE spot 
designation 3 

Protein name 

NCBI accession 
number 5 

Score c 

Number of 
unique peptide d 

% of sequence 
coverage 6 

Mr f (kDa) 

pH 

a 

Glyceraldehyde-3-phosphate 

dehydrogenase 

31645 

314 

7 

43 

36.0 

8.26 

b 

Glyceraldehyde-3-phosphate 

dehydrogenase 

31645 

140 

4 

26 

36.0 

8.26 

c 

Annexin A2, isoform 2 

4757756 

308 

8 

36 

38.6 

7.57 


Crystal structure of AkrlblO 
complexed with Nadp+ and 
tolrestat 

119388973 

94 

4 

26 

36.1 

7.79 


Aldo-ketoreductase family 1, 
member B10 

20531983 

89 

3 

26 

36.0 

7.12 

d 

Aldo-ketoreductase family 1, 
member B10 

20531983 

145 

4 

29 

36.0 

7.12 


Crystal structure of AkrlblO 
complexed with Nadp+ and 
tolrestat 

119388973 

145 

4 

29 

36.1 

7.79 


Dihydrodiol 
dehydrogenase/bile 
acid-binding protein 

1723158 

107 

3 

21 

36.7 

6.22 


Crystal structure of 
h3alpha-hydroxysteroid 
dehydrogenase type 3 mutant 
Y24a in complex with Nadp+ 
and Epi-testosterone 

150261301 

102 

2 

21 

36.4 

7.60 


Dihydrodiol dehydrogenase 
isoform DD1 

556516 

88 

2 

23 

34.8 

8.10 


a These 2-D gel spot designations are defined as in Fig. 1. 

b NCBI accession number was given as a part of output from Mascot database search. 
c Scores calculated from Mascot database search. 

d Number of unique peptide sequences generated from Mascot database search result for this protein. 
e Percentage of sequence coverage generated from Mascot database search. 
f Theoretical molecular weight calculated from protein sequence database. 

5 Theoretical pi calculated from protein sequence database. 
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antibodies were incubated with cells for 1 h at room temper¬ 
ature. Primary antibodies used were 1/20 diluted SARS patient 
serum sample, 1 |ig of polyclonal anti-S2 IgG, or monoclonal anti- 
annexin A2 light chain IgG (MP Biomedicals, Aurora, OH, USA). 
After several washes in PBS, cells were stained with secondary anti¬ 
bodies including 1/100 diluted FITC-conjugated anti-human IgG 
and TRITC-conjugated anti-mouse IgG (Jackson ImmunoResearch 
Laboratories, West Grove, PA, USA) for 1 h at 4°C. Polyclonal FITC- 
conjugated anti-annexin A2 IgG (BD Biosciences, San Jose, CA, USA) 
and TRITC-conjugated anti-caveolin-1 IgG were stained directly 
with cells for 1 h at room temperature. MitoTracker Red CMXRos 
(Invitrogen, Eugene, OR, USA) was used for mitochondrial staining. 
All confocal images were obtained using a Leica TCS SP2 confocal 
microscope. 

2.8. Cell elution 

For cytokine stimulation, 1 x 10 6 cells were added in a 6 -cm 
culture dish containing DMEM with 10% FCS. After IFN -7 or IL -6 


treatment, cells were washed with ice-cold HBS for three times. 
Then cells were eluted with 20 mM EGTA/HBS (Sigma-Aldrich) and 
mixture of protease inhibitors at 4°C for 30 min. The eluates were 
detected using Western blotting. 


2.9. Western blotting 

Protein concentrations were determined using Bradford assay 
(Bio-Rad Laboratories, Richmond, CA, USA). Equal amounts of pro¬ 
tein of total cell lysates (10 |ig) were separated by 12% SDS-PAGE 
and transferred to PVDF membrane (Millipore, Bedford, MA, USA). 
After blocking with 5% nonfat milk in PBS-T, blots were probed 
with SARS patient sera or polyclonal anti-annexin A2 IgG (Santa 
Cruz Biotechnology) followed by HRP-conjugated anti-human and 
anti-rabbit IgG (Jackson ImmunoResearch Laboratories), respec¬ 
tively, in 1/5000 dilution. Blots were developed using Western 
lightning chemiluminescence reagent (PerkinElmer, Shelton, CT, 
USA). 



(B) Match to: gi|4757756 Score: 308 

annexin A2 isoform 2 [Homo sapiens] 

Nominal mass (M r ): 38580; Calculated pi value: 7.57 

Taxonomy: Homo sapiens 
Sequence Coverage: 36% 

Matched peptides shown in Bold. Red 

1 MSTVHEILCK LSLEGDHSTP PSAYGSVKAY TNFDAERDAL NIETAIKTKG 
51 VDEVTIVNIL TNRSNAQR QD IAFAYQRR TK KELASALKSA LSGHLETVIL 
101 GLLKTPAQYD ASELKASM KG LGTDEDSLIE I ICSRT NQEL QEINRVYKEM 
151 YKTDLEKDII SDTSGDFRKL MVALAKGRRA EDGSVIDYEL IDQDARDLYD 
201 AGVKRKGTDV PKWISIMTER SVPHLQKVFD RYKSYSPYDM LESIRKEVKG 
251 DLENAFLNLV QCIQNKPLYF ADRLYDSMKG KGTRDKVLIR IMVSRSEVDM 
301 LKIRSE FKRK YGKSLYYYIQ QDTKGDYQKA LLYLCGGDD 



Fig. 2. Mass spectrometry identification of annexin A2. The spot c on the 2D-gel as shown in Fig. 1 B was excised and subjected to in-gel digestion, mass spectrometry analysis, 
and Mascot database search. (A) A summary of the Mascot search result is shown. Annexin A2 scored 308, the highest score among the significant hits (those above the 
shaded area). (B) Amino acid sequence of annexin A2. The peptide sequences in bold red were those matched in the database search. (C) Two examples, as underlined in 
(B) of tandem mass spectrometry data leading to positive identification of annexin A2. Using Mascot database search, these two product ion scan spectra were matched to 
the sequences QDIAFAYQR (left panel) and GLGTDEDSLIEIICSR (right panel), respectively. Most of the peaks were assigned as b and y series ions. (For interpretation of the 
references to color in this figure legend, the reader is referred to the web version of the article.) 
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2.10. Flow cytometry binding assay 

Cells were cultured in 6 -cm culture dish and treated with 
25 ng/ml human cytokines IL -6 or IFN -7 (Cytolab, Rehovot, Israel) 
at 37 °C in a humidified atmosphere of 5% C0 2 . Triplicate samples 
were suspended by trypsin/EDTA and fixed with 1% formaldehyde 
in PBS for 10 min at room temperature. Fixed cells were stained 
with 1 p>g of polyclonal anti-S2 IgG for 1 h at 4°C. After washing 
with PBS, cells were stained with FITC-conjugated anti-mouse IgG 
in 1/100 dilution for 1 h at room temperature. Samples were ana¬ 
lyzed using FACSCalibur (BD Biosciences). 

2.11. Statistics 

We used the paired t- test for statistical analysis. Statistical sig¬ 
nificance was set at p < 0.05. 

3. Results 

3.1. Detection of autoantigens recognized by SARS patient sera 

We previously showed the presence of autoantibodies in SARS 
patient sera that reacted with human lung adenocarcinoma A549 
cells. We thereby identified the autoantigens in A549 cell mem¬ 
brane extracts recognized by SARS patient sera. Western blotting of 
the cell membrane fraction showed a major band with a molecular 
weight approximately 38 kDa recognized by SARS patient sera but 
not by normal control sera (Fig. 1 A). The 38 kDa protein band was 
also detectable in the A549 cell cytosolic fraction (data not shown). 
The representative silver stained 2D-gel of total cell extracts from 
A549 cells was shown (Fig. 1 B, top panel). Seven protein spots were 
detected when immunoblotting with SARS patient sera from 2D-gel 
transferred membrane (Fig. IB, bottom panel, a-g). These protein 


spots were not detected in the immunoblot which was stained 
with normal control sera (data not shown). Protein identification 
from the seven protein spots was established by LC-MS/MS and 
Mascot search engine described in Section 2. Human epidermal 
keratins and other proteins below the threshold score were dis¬ 
carded. There were seven candidate proteins identified from the 
spots a-d and no proteins conforming to the search parameter in 
spots e-g. The summary of proteins identification including protein 
name, accession number, number of peptide identified, sequence 
coverage, mass value, and pi are presented in Table 1. According to 
the proteomic information, we next investigated whether annexin 
A2 may act as an autoantigen in the SARS-CoV-infected patients. It is 
because annexin A2 has been demonstrated as autoantigen in anti¬ 
phospholipid syndrome (APS) patients and lung cancer patients 
(Brichory et al., 2001; Cesarman-Maus et al., 2006; Cockrell et al., 
2008; Lopez-Pedrera et al., 2008; Salle et al., 2008; Shoenfeld et 
al., 2008). The spot c from our Mascot search data showed that 
annexin A2 had the highest score 308 as compared with other pro¬ 
teins (Fig. 2A). The amino acid sequence of annexin A2 (Fig. 2B) and 
the two examples of identified sequences QDIAFAYQR (Fig. 2C, left 
panel) and GLGTDEDSLIEIICSR (Fig. 2C, right panel) obtained from 
tandem MS are shown. 

3.2. Annexin A2 is recognized by SARS patient sera and anti-S2 
antibody 

To further characterize the target protein annexin A2 recog¬ 
nized by SARS patient sera and anti-S2 antibodies, protein-protein 
co-localization was investigated by confocal microscopic observa¬ 
tion. By immunofluorescence staining, the A549 cell-binding sites 
of SARS patient sera were co-localized with those of anti-S2 (Fig. 3A) 
and anti-annexin A2 (Fig. 3B). We further demonstrated the co¬ 
localization of anti-S2 and anti-annexin A2 in A549 cells (Fig. 3C). 



(B) 





Fig. 3. Co-localization of SARS patient sera and anti-S2 antibodies with annexin A2 expressed on human epithelial cells. Cell binding was detected using immunostaining 
followed by confocal microscopic observation. (A and B) A549 cells were incubated with a 1:20 dilution of sera from SARS patients, followed by FITC-conjugated anti-human 
IgG (SARS patient, green). After washing, cells were then stained with anti-S2 (anti-S2, red) or anti-annexin A2 (anti-annexin A2, red) followed by TRITC-conjugated anti¬ 
mouse IgG. (C) Cells were incubated with antibodies against S2 followed by TRITC-conjugated anti-mouse IgG (anti-S2, red), and then FITC-conjugated anti-annexin A2 
(anti-annexin A2, green). The signals of co-localization are shown (Merge, yellow). Bar: 20 pirn. (For interpretation of the references to color in this figure legend, the reader 
is referred to the web version of the article.) 
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SARS-CoV S2 (ng/ml) 2.5 2.5 2.5 2.5 2.5 2.5 10 0.6251.25 2.5 5 10 

Control IgG (ng/ml) 2 . 2 . 

Anti-annexin A2 (pg/ml) - 0.25 0.5 1 1.5 2 - 2 2 2 2 2 



A549 cell lysate (pg) - 3.1 6 . 212.5 25 50 3.1 6 . 212.525 50 
Anti-annexin A2 (IP) + + + ++ + + + + + + 

Control IgG (5 jig/ml) - + + +++. 

Anti-S2 IgG (5 jig/ml).+ + + + + 


Fig. 4. Anti-annexin A2 antibodies bind to SARS-CoV S2 protein and anti-S2 anti¬ 
bodies bind to immunoprecipitated annexin A2. (A) Recombinant S2 protein was 
coated on ELISA plate with different doses as indicated, then incubated with con¬ 
trol IgG or serial doses of anti-annexin A2 antibodies followed by HRP-conjugated 
anti-rabbit IgG. Cultures were developed using specific substrate ABTS and detected 
using an ELISA reader. Experiments were carried out in triplicate, and the averages 
of the relative OD as mean ± standard deviation (SD) are shown. (B) Annexin A2 
was immunoprecipitated from various doses of A549 cell lysate using anti-annexin 
A2 antibodies. Cultures were then incubated with 5 fxg/ml of control IgG or anti- 
52 followed by HRP-conjugated anti-mouse IgG. Experiments were carried out in 
triplicate, and the averages of the relative OD as mean±SD are shown. *p< 0.05; 

**p<0.01; ***p< 0.001. 


Using ELISA, we next showed that anti-annexin A2 antibodies rec¬ 
ognized purified S2 protein in a dose-dependent manner (Fig. 4A). 
Because purified annexin A2 protein is not available, we immuno¬ 
precipitated annexin A2 from A549 cell membrane fraction and 
a dose-dependent binding ability of anti-S2 to annexin A2 was 
observed (Fig. 4B). 

3.3. IL-6 and IFN-y upregulate epithelial cell surface expression of 
annexin A2 and enhance the epithelial cell-binding activity of 
anti-S2 

Immunopathogenesis of SARS-CoV infection mediated by a 
cytokine storm, including IL -6 and IFN- 7 , has been demonstrated 
(Cameron et al., 2008; He et al., 2006; Huang et al., 2005; Jiang 
et al., 2005a; Wong et al., 2004; Zhang et al., 2007). Furthermore, 
upregulated expression of annexin A2 by IL -6 and production of 
autoantibodies against annexin A2 were observed in lung cancer 
patients (Brichory et al., 2001 ). We herein confirmed the induction 
of surface expression of autoantigen annexin A2 by SARS-induced 
cytokines IL -6 and IFN -7 in A549 cells. Using Western blotting, 
both IL -6 and IFN -7 increased the surface expression of annexin A2 
in A549 cells (Fig. 5A). By confocal microscopy, we observed that 
annexin A2 was concentrated to a specific region around the plasma 


membrane in IL- 6 - and IFN- 7 -treated cells, whereas annexin A2 
was evenly distributed in untreated cells (Fig. 5B). By immunos- 
taining using the lipid raft marker caveolin- 1 , the lipid raft-like 
structure in A549 cells pretreated with IL -6 and IFN -7 was evi¬ 
dent as compared with untreated cells (Fig. 5C). We next analyzed 
the binding ability of anti-S2 antibody to IL- 6 - and IFN- 7 -treated 
A549 cells. Results showed that IL -6 and IFN -7 increased the cross¬ 
reactivity of anti-S2 to A549 cells (Fig. 6 , left panel). Similar results 
were also obtained in human lung epithelial HL cells (Fig. 6 , right 
panel). 


4. Discussion 

The failure of human respiratory system resulted from SARS is 
characterized by lung injury and severe inflammation. Histopatho- 
logical destruction can be observed both in bronchiolar and alveolar 
epithelial cells (Gu et al., 2005; Lang et al., 2003; Nicholls et al., 
2003b). Previous studies by us (Lin et al., 2005) and others (Lo et 
al., 2006; Yang et al., 2005) have shown the presence of autoan¬ 
tibodies against human lung epithelial cells in SARS patient sera. 
In the present study, we further identified candidate autoantigens 
which can be recognized by patient sera. 

Viral autoimmunity has been observed in various viral 
infections, such as human immunodeficiency virus (HIV), lym¬ 
phocytic choriomeningitis virus (LCMV), hepatitis C virus (HCV), 
cytomegalovirus (CMV), and dengue virus (Barzilai et al., 2007; 
Christen et al., in press; Horwitz and Sarvetnick, 1999; Kim et 
al., 2005; Lin et al., 2006; Regner and Lambert, 2001; Rouse and 
Deshpande, 2002). Previous studies have demonstrated that mouse 
CoV infection can induce autoreactive T and B cell activation and 
the generation of autoantibodies (Hooks et al., 1993; Kyuwa et al., 
1991; Mathieu et al., 2001). Autoimmunity may also be involved 
in SARS based on previous findings of anti-epithelial cell autoan¬ 
tibodies in SARS patients (Lin et al., 2005; Lo et al., 2006; Yang et 
al., 2005). Relatively higher titers of autoantibodies appeared at 
day 20 of disease onset, reached a maximum around day 40, and 
declined thereafter. Both cytotoxicity and inflammatory activation 
in epithelial cells were induced by anti-S2 antibodies present in 
patient sera. 

Dysregulation of inflammatory cytokines and chemokines, 
so-called cytokine and chemokine storm, are involved in the patho¬ 
genesis of SARS. Cytokines including IFN- 7 , IL-1, IL -6 and TGF-|3, 
chemokines including IL- 8 , monocyte chemoattractant protein- 
1 (MCP-1) and IFN- 7 -inducible protein-10 (IP-10), as well as 
inflammatory mediators such as prostaglandin E 2 are significantly 
elevated in SARS patients (Cameron et al., 2008; Cheung et al., 2005; 
He et al., 2006; Huang et al., 2005; Jiang et al., 2005a; Lee et al., 2004; 
Wong et al., 2004). Among the candidate proteins we have identi¬ 
fied, annexin A2 was considered as an autoantigen in lung cancer 
patients which was associated with high levels of IL -6 (Brichory et 
al., 2001). In this study, we treated A549 cells with IL -6 and IFN- 
7 and found that annexin A2 expression was elevated on the cell 
surface after cytokine stimulation. 

Annexin A2, a Ca 2+ -dependent binding protein, is found in dif¬ 
ferent cells as a monomer, heterodimer, or heterotetramer. The 
heterotetramer composed of two annexin A2 monomers and a pi 1 
dimer is the dominant form on the cell plasma membrane. How¬ 
ever, annexin A2 tetramer lacks the transmembrane domain. It 
binds to the plasma membrane via a Ca 2+ -dependent manner and 
generally interacts with proteins such as carcinoembryonic antigen 
cell adhesion molecule -1 and membrane-associated proteins such 
as (3 2 glycoprotein I (Kirshner et al., 2003; Ma et al., 2000; Zhang 
and McCrae, 2005). A number of studies have shown the diverse 
roles of extracellular annexin A2, including profibrinolytic corecep¬ 
tor, tumor progression, and pathogen receptor (Derry et al., 2007; 
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Fig. 5. IL -6 and IFN -7 upregulate epithelial cell surface expression of annexin A2. (A) Surface (Sur) expression of annexin A2 in A549 cells pretreated with various doses of IL -6 
or IFN -7 for 48 h was determined by Western blotting. The expression of intracellular annexin A2 is also shown. a-Tubulin was used as the control. (B) The protein expression 
and distribution of annexin A2 in A549 cells pretreated with 25 ng/ml of IL -6 or IFN -7 for 24 h was determined using confocal microscopic observation. Cells were stained 
with anti-annexin A2 followed by FITC-conjugated anti-mouse IgG (green). A cytosolic counterstaining was performed by mitochondrial labeling using MitoTracker (red). 
Bar: 16 p.m. (C) The formation of lipid raft-like structure in A549 cells after IL -6 and IFN -7 treatment was demonstrated by caveolin-1 staining. Cells were incubated with 
FITC-conjugated anti-annexin A2 (green) and TRITC-conjugated anti-caveolin-1 (red). Co-localization of annexin A2 and caveolin-1 is shown (Merge, yellow). Bar: 16 p.m. 
(For interpretation of the references to color in this figure legend, the reader is referred to the web version of the article.) 


Kim and Hajjar, 2002; Kirschnek et al M 2005; Ryzhova et al., 2006; 
Sharma and Sharma, 2007). The involvement of annexin A2 in lipid 
raft assembly and signaling in response to extracellular stimuli has 
been reported (Babiychuk and Draeger, 2000; Paradela et al., 2005; 


Sorice et al., 2007). Anti-annexin A2 autoantibodies have been 
found in lung cancer patients and anti-phospholipid syndrome 
patients (Brichory et al., 2001; Cesarman-Maus et al., 2006; Cockrell 
et al., 2008; Lopez-Pedrera et al., 2008; Salle et al., 2008; Shoenfeld 
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Fig. 6. IL -6 and IFN -7 enhance the epithelial cell-binding ability of anti-S2 antibod¬ 
ies. Human lung epithelial cells A549 and HL were treated with or without 25 ng/ml 
of IL -6 or IFN -7 for 24 h. Cells were stained with 1 pig of control IgG or anti-S2 fol¬ 
lowed by FITC-conjugated anti-mouse IgG and analyzed using flow cytometry. Data 
are presented as mean ± SD of triplicate cultures. **p < 0.01; ***p < 0.001. 


et al., 2008). Clustering of annexin A2-bound (3 2 glycoprotein I by 
anti-annexin A2 autoantibodies triggers endothelial cell activation, 
which involves an increased cell surface expression of adhesion 
molecules (Cockrell et al., 2008; Zhang and McCrae, 2005). Our pre¬ 
vious study showed that anti-S2 antibody increased immune cell 
adhesion to epithelial cells (Lin et al., 2005). A role of annexin A2 in 
mediating phagocytosis of apoptotic cells by macrophages has been 
demonstrated (Fan et al., 2004). Interestingly, our unpublished data 
showed that annexin A2-mediated apoptotic cell recognition and 
phagocytosis by macrophages was inhibited by anti-S2 pretreat¬ 
ment. The effects of anti-S2 antibodies cross-reactive with annexin 
A2 need to be further elucidated. 

Recent reports have shown that the S protein may provide pro¬ 
tective effects against SARS-CoV infection (Bai et al., 2008; Chou et 
al., 2005; Du et al., 2008; He et al., 2004; Lokugamage et al., 2008; 
Zeng et al., 2004). However, S2 shows sequence homology with self¬ 
antigens and the potential pathogenic role of the cross-reactivity of 
anti-S2 remains a concern. However, S2 shows sequence homology 
with self-antigens and the potential pathogenic role of the cross¬ 
reactivity of anti-S2 remains a concern. We previously showed that 
two synthetic spike-protein peptides, located at the S2 domain, 
were bound by SARS patient sera (Lin et al., 2005). The local 
alignment by JEMBOSS-Water analysis showed that the sequence 
similarity between annexin A2 and two regions on S2 (residues 
927-937 and residues 940-951) are 50 and 66.7%, respectively. 
Our results strongly suggest that SARS-CoV-induced autoimmu¬ 
nity raises an alert not only for effective therapy but also for the 
development of a safe vaccine. Also, the SARS-associated cytokine 
storm may upregulate the expression of autoantigens. In addition 
to annexin A2, the roles of other candidate autoantigens found in 
this study identified by proteomic approach remain to be further 
investigated. 


Conflict of interest 

The authors have no financial conflict of interest. 


Acknowledgments 

We thank Dr. Robert Anderson for critical reading of this 
manuscript. This work was supported by grants NSC92-2751- 
B006-007, -008 and -009 from the National Science Council, 
Taiwan. 


References 

Babiychuk, E.B., Draeger, A., 2000. Annexins in cell membrane dynamics. Ca 2+ - 
regulated association of lipid microdomains. J. Cell Biol. 150,1113-1124. 

Bai, B., Lu, X., Meng, J., Hu, Q.., Mao, P., Lu, B., Chen, Z., Yuan, Z., Wang, H., 2008. 
Vaccination of mice with recombinant baculovirus expressing spike or nucleo- 
capsid protein of SARS-like coronavirus generates humoral and cellular immune 
responses. Mol. Immunol. 45, 868-875. 

Barzilai, O., Ram, M., Shoenfeld, Y., 2007. Viral infection can induce the production 
of autoantibodies. Curr. Opin. Rheumatol. 19, 636-643. 

Brichory, F.M., Misek, D.E., Yim, A.M., Krause, M.C., Giordano, T.J., Beer, D.G., Hanash, 
S.M., 2001. An immune response manifested by the common occurrence of 
annexins I and II autoantibodies and high circulating levels of IL -6 in lung cancer. 
Proc. Natl. Acad. Sci. U.S.A. 98, 9824-9829. 

Cameron, M.J., Bermejo-Martin, J.F., Danesh, A., Muller, M.P., Kelvin, D.J., 2008. 
Human immunopathogenesis of severe acute respiratory syndrome (SARS). 
Virus Res. 133,13-19. 

Cesarman-Maus, G., Rios-Luna, N.P., Deora, A.B., Huang, B., Villa, R., Cravioto Mdel, 
C., Alarcon-Segovia, D., Sanchez-Guerrero, J., Hajjar, K.A., 2006. Autoantibodies 
against the fibrinolytic receptor, annexin 2, in antiphospholipid syndrome. Blood 
107,4375-4382. 

Cheung, C.Y., Poon, L.L., Ng, I.H., Luk, W., Sia, S.F., Wu, M.H., Chan, K.H., Yuen, K.Y., 
Gordon, S., Guan, Y., Peiris, J.S., 2005. Cytokine responses in severe acute respi¬ 
ratory syndrome coronavirus-infected macrophages in vitro: possible relevance 
to pathogenesis. J. Virol. 79, 7819-7826. 

Cheung, Y.K., Cheng, S.C., Sin, F.W., Chan, K.T., Xie, Y., 2007. Induction of T-cell 
response by a DNA vaccine encoding a novel HLA-A*0201 severe acute respi¬ 
ratory syndrome coronavirus epitope. Vaccine 25, 6070-6077. 

Chou, T.H., Wang, S., Sakhatskyy, P.V., Mboudjeka, I., Lawrence, J.M., Huang, S., Coley, 
S., Yang, B., Li, J., Zhu, Q,, Lu, S., 2005. Epitope mapping and biological function 
analysis of antibodies produced by immunization of mice with an inactivated 
Chinese isolate of severe acute respiratory syndrome-associated coronavirus 
(SARS-CoV). Virology 334,134-143. 

Christen, U., Hintermann, E., Holdener, M., von Herrath, M.G., in press. Viral triggers 
for autoimmunity: is the ‘glass of molecular mimicry’ half full or half empty? J. 
Autoimmun. 

Christen, U., von Herrath, M.G., 2004. Induction, acceleration or prevention of 
autoimmunity by molecular mimicry. Mol. Immunol. 40,1113-1120. 

Cockrell, E., Espinola, R.G., McCrae, K.R., 2008. Annexin A2: biology and relevance to 
the antiphospholipid syndrome. Lupus 17, 943-951. 

Derry, M.C., Sutherland, M.R., Restall, C.M., Waisman, D.M., Pryzdial, E.L., 2007. 
Annexin 2-mediated enhancement of cytomegalovirus infection opposes inhi¬ 
bition by annexin 1 or annexin 5. J. Gen. Virol. 88,19-27. 

Drosten, C., Gunther, S., Preiser, W., van der Werf, S., Brodt, H.R., Becker, S., Rabenau, 
H., Panning, M., Kolesnikova, L., Fouchier, R.A., Berger, A., Burguiere, A.M., Cinatl, 
J., Eickmann, M., Escriou, N., Grywna, K., Kramme, S., Manuguerra, J.C., Muller, 
S., Rickerts, V., Sturmer, M., Vieth, S., Klenk, H.D., Osterhaus, A.D., Schmitz, H., 
Doerr, H.W., 2003. Identification of a novel coronavirus in patients with severe 
acute respiratory syndrome. N. Engl. J. Med. 348,1967-1976. 

Du, L., Zhao, G., Lin, Y., Chan, C., He, Y., Jiang, S., Wu, C., Jin, D.Y., Yuen, K.Y., Zhou, Y., 
Zheng, B.J., 2008. Priming with rAAV encoding RBD of SARS-CoV S protein and 
boosting with RBD-specific peptides for T cell epitopes elevated humoral and 
cellular immune responses against SARS-CoV infection. Vaccine 26,1644-1651. 

Fan, X., Krahling, S., Smith, D., Williamson, P., Schlegel, R.A., 2004. Macrophage sur¬ 
face expression of annexins I and II in the phagocytosis of apoptotic lymphocytes. 
Mol. Biol. Cell 15, 2863-2872. 

Fujii, T., Nakamura, T., Iwamoto, A., 2004. Current concepts in SARS treatment. J. 
Infect. Chemother. 10,1-7. 

Groneberg, D.A., Poutanen, S.M., Low, D.E., Lode, H., Welte, T., Zabel, P., 2005. Treat¬ 
ment and vaccines for severe acute respiratory syndrome. Lancet Infect. Dis. 5, 
147-155. 

Gu, J., Gong, E., Zhang, B., Zheng, J., Gao, Z., Zhong, Y., Zou, W., Zhan, J., Wang, S., Xie, 
Z., Zhuang, H., Wu, B., Zhong, H., Shao, H., Fang, W., Gao, D., Pei, F., Li, X., He, Z., 
Xu, D., Shi, X., Anderson, V.M., Leong, A.S., 2005. Multiple organ infection and 
the pathogenesis of SARS. J. Exp. Med. 202, 415-424. 

Gu, J., Korteweg, C., 2007. Pathology and pathogenesis of severe acute respiratory 
syndrome. Am.J. Pathol. 170,1136-1147. 

He, L., Ding, Y., Zhang, Q,, Che, X., He, Y., Shen, H., Wang, H., Li, Z., Zhao, L., Geng, J., 
Deng, Y., Yang, L., Li, J., Cai, J., Qiu, L., Wen, K., Xu, X., Jiang, S., 2006. Expression of 
elevated levels of pro-inflammatory cytokines in SARS-CoV-infected ACE2 + cells 
in SARS patients: relation to the acute lung injury and pathogenesis of SARS. J. 
Pathol. 210, 288-297. 

He, Y., Zhou, Y., Liu, S., Kou, Z., Li, W., Farzan, M., Jiang, S., 2004. Receptor-binding 
domain of SARS-CoV spike protein induces highly potent neutralizing anti¬ 
bodies: implication for developing subunit vaccine. Biochem. Biophys. Res. 
Commun. 324, 773-781. 

Holmes, K.V., 2003. SARS coronavirus: a new challenge for prevention and therapy. 
J. Clin. Invest. 111,1605-1609. 

Hooks, J.J., Percopo, C., Wang, Y., Detrick, B., 1993. Retina and retinal pigment epithe¬ 
lial cell autoantibodies are produced during murine coronavirus retinopathy. J. 
Immunol. 151, 3381-3389. 

Horwitz, M.S., Sarvetnick, N., 1999. Viruses, host responses, and autoimmunity. 
Immunol. Rev. 169, 241-253. 

Huang, K.J., Su, I.J., Theron, M., Wu, Y.C., Lai, S.K., Liu, C.C., Lei, H.Y., 2005. 
An interferon- 7 -related cytokine storm in SARS patients. J. Med. Virol. 75, 
185-194. 








1008 


Y.-T. Fangetal./ Molecular Immunology 47 (2010) 1000-1009 


Hwa, K.Y., Lin, W.M., Hou, Y.I., Yeh, T.M., 2008. Peptide mimicrying between SARS 
coronavirus spike protein and human proteins reacts with SARS patient serum. 

J. Biomed. Biotechnol. 2008, 326464. 

Jiang, Y., Xu, J., Zhou, C., Wu, Z., Zhong, S., Liu, J., Luo, W., Chen, T., Qin, Q., Deng, P., 
2005a. Characterization of cytokine/chemokine profiles of severe acute respira¬ 
tory syndrome. Am. J. Respir. Crit. Care Med. 171, 850-857. 

Jiang, S., He, Y., Liu, S., 2005b. SARS vaccine development. Emerg. Infect. Dis. 11, 
1016-1020. 

Kim, B., Deshpande Kaistha, S., Rouse, B.T., 2005. Viruses and autoimmunity. Autoim¬ 
munity 38, 559-565. 

Kim, J., Hajjar, K.A., 2002. Annexin II: a plasminogen-plasminogen activator co¬ 
receptor. Front. Biosci. 7, d341-d348. 

Kirschnek, S., Adams, C., Gulbins, E., 2005. Annexin II is a novel receptor for Pseu¬ 
domonas aeruginosa. Biochem. Biophys. Res. Commun. 327, 900-906. 

Kirshner, J., Schumann, D., Shively, J.E., 2003. CEACAM1, a cell-cell adhesion 
molecule, directly associates with annexin II in a three-dimensional model of 
mammary morphogenesis. J. Biol. Chem. 278, 50338-50345. 

Ksiazek, T.G., Erdman, D., Goldsmith, C.S., Zaki, S.R., Peret, T., Emery, S., Tong, S., 
Urbani, C., Comer, J.A., Lim, W., Rollin, P.E., Dowell, S.F., Ling, A.E., Humphrey, 

C. D., Shieh, W.J., Guarner, J., Paddock, C.D., Rota, P., Fields, B., DeRisi, J., Yang, 

J. Y., Cox, N., Hughes, J.M., LeDuc, J.W., Bellini, W.J., Anderson, L.J., 2003. A novel 
coronavirus associated with severe acute respiratory syndrome. N. Engl. J. Med. 
348, 1953-1966. 

Kuiken, T., Fouchier, R.A., Schutten, M., Rimmelzwaan, G.F., van Amerongen, G., van 
Riel, D., Laman, J.D., de Jong, T., van Doornum, G., Lim, W., Ling, A.E., Chan, 
P.K., Tam, J.S., Zambon, M.C., Gopal, R., Drosten, C., van der Werf, S., Escriou, 
N., Manuguerra, J.C., Stohr, K., Peiris, J.S., Osterhaus, A.D., 2003. Newly discov¬ 
ered coronavirus as the primary cause of severe acute respiratory syndrome. 
Lancet 362, 263-270. 

Kyuwa, S., Yamaguchi, K., Toyoda, Y., Fujiwara, K., 1991. Induction of self-reactive T 
cells after murine coronavirus infection. J. Virol. 65,1789-1795. 

Lai, M.M., 2003. SARS virus: the beginning of the unraveling of a new coronavirus. J. 
Biomed. Sci. 10, 664-675. 

Lai, S.T., 2005. Treatment of severe acute respiratory syndrome. Eur. J. Clin. Microbiol. 
Infect. Dis. 24, 583-591. 

Lang, Z.W., Zhang, L.J., Zhang, S.J., Meng, X., Li, J.Q., Song, C.Z., Sun, L., Zhou, Y.S., 
Dwyer, D.E., 2003. A clinicopathological study of three cases of severe acute 
respiratory syndrome (SARS). Pathology 35, 526-531. 

Lau, Y.L., Peiris, J.S., 2005. Pathogenesis of severe acute respiratory syndrome. Curr. 
Opin. Immunol. 17, 404-410. 

Lee, C.H., Chen, R.F., Liu, J.W., Yeh, W.T., Chang, J.C., Liu, P.M., Eng, H.L., Lin, M.C., Yang, 

K. D., 2004. Altered p38 mitogen-activated protein kinase expression in different 
leukocytes with increment of immunosuppressive mediators in patients with 
severe acute respiratory syndrome. J. Immunol. 172, 7841-7847. 

Lin, C.F., Wan, S.W., Cheng, H.J., Lei, H.Y., Lin, Y.S., 2006. Autoimmune pathogenesis 
in dengue virus infection. Viral Immunol. 19,127-132. 

Lin, J.T., Zhang, J.S., Su, N., Xu, J.G., Wang, N., Chen, J.T., Chen, X., Liu, Y.X., Gao, H., 
Jia, Y.P., Liu, Y., Sun, R.H., Wang, X., Yu, D.Z., Hai, R., Gao, Q., Ning, Y., Wang, 
H.X., Li, M.C., Kan, B., Dong, G.M., An, Q., Wang, Y.Q., Han, J., Qin, C., Yin, W.D., 
Dongs, X.P., 2007. Safety and immunogenicity from a phase I trial of inacti¬ 
vated severe acute respiratory syndrome coronavirus vaccine. Antivir. Ther. 12, 
1107-1113. 

Lin, Y.S., Lin, C.F., Fang, Y.T., Kuo, Y.M., Liao, P.C., Yeh, T.M., Hwa, K.Y., Shieh, C.C., Yen, 
J.H., Wang, H.J., Su, I.J., Lei, H.Y., 2005. Antibody to severe acute respiratory syn¬ 
drome (SARS)-associated coronavirus spike protein domain 2 cross-reacts with 
lung epithelial cells and causes cytotoxicity. Clin. Exp. Immunol. 141, 500-508. 

Lo, A.W., Tang, N.L., To, K.F., 2006. How the SARS coronavirus causes disease: host 
or organism? J. Pathol. 208,142-151. 

Lokugamage, K.G., Yoshikawa-Iwata, N., Ito, N., Watts, D.M., Wyde, P.R., Wang, 
N., Newman, P., Kent Tseng, C.T., Peters, C.J., Makino, S., 2008. Chimeric 
coronavirus-like particles carrying severe acute respiratory syndrome coron¬ 
avirus (SCoV) S protein protect mice against challenge with SCoV. Vaccine 26, 
797-808. 

Lopez-Pedrera, C., Cuadrado, M.J., Herandez, V., Buendia, P., Aguirre, M.A., Barbar- 
roja, N., Torres, L.A., Villalba, J.M., Velasco, F., Khamashta, M., 2008. Proteomic 
analysis in monocytes of antiphospholipid syndrome patients: deregulation 
of proteins related to the development of thrombosis. Arthritis Rheum. 58, 
2835-2844. 

Ma, K., Simantov, R., Zhang, J.C., Silverstein, R., Hajjar, K.A., McCrae, K.R., 2000. High 
affinity binding of |32-glycoprotein I to human endothelial cells is mediated by 
annexin II. J. Biol. Chem. 275,15541-15548. 

Marra, M.A., Jones, S.J., Astell, C.R., Holt, R.A., Brooks-Wilson, A., Butterfield, Y.S., 
Khattra, J., Asano, J.K., Barber, S.A., Chan, S.Y., Cloutier, A., Coughlin, S.M., Free¬ 
man, D., Girn, N., Griffith, O.L., Leach, S.R., Mayo, M., McDonald, H., Montgomery, 
S.B., Pandoh, P.K., Petrescu, A.S., Robertson, A.G., Schein, J.E., Siddiqui, A., Smailus, 

D. E., Stott, J.M., Yang, G.S., Plummer, F., Andonov, A., Artsob, H., Bastien, N., 
Bernard, K., Booth, T.F., Bowness, D., Czub, M., Drebot, M., Fernando, L., Flick, 
R., Garbutt, M., Gray, M., Grolla, A., Jones, S., Feldmann, H., Meyers, A., Kabani, A., 
Li, Y., Normand, S., Stroher, U., Tipples, G.A., Tyler, S., Vogrig, R., Ward, D., Watson, 
B., Brunham, R.C., Krajden, M., Petrie, M., Skowronski, D.M., Upton, C., Roper, R.L., 
2003. The genome sequence of the SARS-associated coronavirus. Science 300, 
1399-1404. 

Marshall, E., Enserink, M., 2004. Caution urged on SARS vaccines. Science 303, 
944-946. 

Martin, J.E., Louder, M.K., Holman, L.A., Gordon, I.J., Enama, M.E., Larkin, B.D., 
Andrews, C.A., Vogel, L., Koup, R.A., Roederer, M., Bailer, R.T., Gomez, P.L., Nason, 


M., Mascola, J.R., Nabel, G.J., Graham, B.S., 2008. A SARS DNA vaccine induces neu¬ 
tralizing antibody and cellular immune responses in healthy adults in a Phase I 
clinical trial. Vaccine 26, 6338-6343. 

Mathieu, P.A., Gomez, K.A., Coutelier, J.P., Retegui, L.A., 2001. Identification of two 
liver proteins recognized by autoantibodies elicited in mice infected with mouse 
hepatitis virus A59. Eur. J. Immunol. 31,1447-1455. 

Nicholls, J., Dong, X.P., Jiang, G., Peiris, M., 2003a. SARS: clinical virology and patho¬ 
genesis. Respirology 8 (Suppl.), S6-S8. 

Nicholls, J.M., Poon, L.L., Lee, K.C., Ng, W.F., Lai, S.T., Leung, C.Y., Chu, C.M., Hui, P.K., 
Mak, K.L., Lim, W., Yan, K.W., Chan, K.H., Tsang, N.C., Guan, Y., Yuen, K.Y., Peiris, 
J.S., 2003b. Lung pathology of fatal severe acute respiratory syndrome. Lancet 
361,1773-1778. 

Okada, M., Okuno, Y., Hashimoto, S., Kita, Y., Kanamaru, N., Nishida, Y., Tsunai, Y., 
Inoue, R., Nakatani, H., Fukamizu, R., Namie, Y., Yamada, J., Takao, K., Asai, R., 
Asaki, R., Kase, T., Takemoto, Y., Yoshida, S., Peiris, J.S., Chen, P.J., Yamamoto, N., 
Nomura, T., Ishida, I., Morikawa, S., Tashiro, M., Sakatani, M., 2007. Development 
of vaccines and passive immunotherapy against SARS corona virus using SCID- 
PBL/hu mouse models. Vaccine 25, 3038-3040. 

Oxford, J.S., Balasingam, S., Chan, C., Catchpole, A., Lambkin, R., 2005. New antiviral 
drugs, vaccines and classic public health interventions against SARS coronavirus. 
Antivir. Chem. Chemother. 16,13-21. 

Paradela, A., Bravo, S.B., Henriquez, M., Riquelme, G., Gavilanes, F., Gonzalez-Ros, 
J.M., Albar, J.P., 2005. Proteomic analysis of apical microvillous membranes of 
syncytiotrophoblast cells reveals a high degree of similarity with lipid rafts. J. 
Proteome Res. 4, 2435-2441. 

Peiris, J.S., Lai, S.T., Poon, L.L., Guan, Y., Yam, L.Y., Lim, W., Nicholls, J., Yee, W.K., Yan, 
W.W., Cheung, M.T., Cheng, V.C., Chan, K.H., Tsang, D.N., Yung, R.W., Ng, T.K., 
Yuen, K.Y., 2003a. Coronavirus as a possible cause of severe acute respiratory 
syndrome. Lancet 361,1319-1325. 

Peiris, J.S., Chu, C.M., Cheng, V.C., Chan, K.S., Hung, I.F., Poon, L.L., Law, K.I., Tang, B.S., 
Hon, T.Y., Chan, C.S., Chan, K.H., Ng, J.S., Zheng, B.J., Ng, W.L., Lai, R.W., Guan, Y., 
Yuen, K.Y., 2003b. Clinical progression and viral load in a community outbreak 
of coronavirus-associated SARS pneumonia: a prospective study. Lancet 361, 
1767-1772. 

Perlman, S., Dandekar, A.A., 2005. Immunopathogenesis of coronavirus infections: 
implications for SARS. Nat. Rev. Immunol. 5, 917-927. 

Perlman, S., Netland, J., 2009. Coronaviruses post-SARS: update on replication and 
pathogenesis. Nat. Rev. Microbiol. 7,439-450. 

Regner, M., Lambert, P.H., 2001. Autoimmunity through infection or immunization? 
Nat. Immunol. 2,185-188. 

Rota, P.A., Oberste, M.S., Monroe, S.S., Nix, W.A., Campagnoli, R., Icenogle, J.P., 
Penaranda, S., Bankamp, B., Maher, K., Chen, M.H., Tong, S., Tamin, A., Lowe, 

L., Frace, M., DeRisi, J.L., Chen, Q., Wang, D., Erdman, D.D., Peret, T.C., Burns, C., 
Ksiazek, T.G., Rollin, P.E., Sanchez, A., Liffick, S., Holloway, B., Limor, J., McCaust- 
land, K., Olsen-Rasmussen, M., Fouchier, R., Gunther, S., Osterhaus, A.D., Drosten, 
C., Pallansch, M.A., Anderson, L.J., Bellini, W.J., 2003. Characterization of a novel 
coronavirus associated with severe acute respiratory syndrome. Science 300, 
1394-1399. 

Rouse, B.T., Deshpande, S., 2002. Viruses and autoimmunity: an affair but not a 
marriage contract. Rev. Med. Virol. 12,107-113. 

Ryzhova, E.V., Vos, R.M., Albright, A.V., Harrist, A.V., Harvey, T., Gonzalez-Scarano, 
F., 2006. Annexin 2: a novel human immunodeficiency virus type 1 Gag binding 
protein involved in replication in monocyte-derived macrophages. J. Virol. 80, 
2694-2704. 

Salle, V., Maziere, J.C., Smail, A., Cevallos, R., Maziere, C., Fuentes, V., Tramier, B., Mak- 
dassi, R., Choukroun, G., Vittecoq, O., Goeb, V., Ducroix, J.P., 2008. Anti-annexin 
II antibodies in systemic autoimmune diseases and antiphospholipid syndrome. 
J. Clin. Immunol. 28, 291-297. 

Sharma, M.C., Sharma, M., 2007. The role of annexin II in angiogenesis and 
tumor progression: a potential therapeutic target. Curr. Pharm. Des. 13, 
3568-3575. 

Shoenfeld, Y., Twig, G., Katz, U., Sherer, Y., 2008. Autoantibody explosion in antiphos- 
pholipid syndrome. J. Autoimmun. 30, 74-83. 

So, L.K., Lau, A.C., Yam, L.Y., Cheung, T.M., Poon, E., Yung, R.W., Yuen, K.Y., 2003. Devel¬ 
opment of a standard treatment protocol for severe acute respiratory syndrome. 
Lancet 361,1615-1617. 

Sorice, M., Longo, A., Capozzi, A., Garofalo, T., Misasi, R., Alessandri, C., Conti, F., 
Buttari, B., Rigano, R., Ortona, E., Valesini, G., 2007. Anti-|32-glycoprotein I 
antibodies induce monocyte release of tumor necrosis factor a and tissue fac¬ 
tor by signal transduction pathways involving lipid rafts. Arthritis Rheum. 56, 
2687-2697. 

Tsang, K., Seto, W.H., 2004. Severe acute respiratory syndrome: scientific and anec¬ 
dotal evidence for drug treatment. Curr. Opin. Invest. Drugs 5,179-185. 

Tsang, K., Zhong, N.S., 2003. SARS: pharmacotherapy. Respirology 8 (Suppl.), 
S25-S30. 


Tyan, Y.C., Wu, H.Y., Su, W.C., Chen, P.W., Liao, P.C., 2005. Proteomic analysis of 
human pleural effusion. Proteomics 5,1062-1074. 
van Vonderen, M.G., Bos, J.C., Prins, J.M., Wertheim-van Dillen, P., Speelman, P., 2003. 
Ribavirin in the treatment of severe acute respiratory syndrome (SARS). Neth. J. 
Med. 61,238-241. 

Wong, C.K., Lam, C.W., Wu, A.K., Ip, W.K., Lee, N.L., Chan, I.H., Lit, L.C., Hui, D.S., 
Chan, M.H., Chung, S.S., Sung, J.J., 2004. Plasma inflammatory cytokines and 
chemokines in severe acute respiratory syndrome. Clin. Exp. Immunol. 136, 
95-103. 


Yang, Y.H., Huang, Y.H., Chuang, Y.H., Peng, C.M., Wang, L.C., Lin, Y.T., Chiang, B.L., 
2005. Autoantibodies against human epithelial cells and endothelial cells after 



Y.-T. Fangetal./ Molecular Immunology 47 (2010) 1000-1009 


1009 


severe acute respiratory syndrome (SARS)-associated coronavirus infection. J. 
Med. Virol. 77,1-7. 

Zeng, F., Chow, K.Y., Hon, C.C., Law, K.M., Yip, C.W., Chan, K.H., Peiris, J.S., Leung, 
F.C., 2004. Characterization of humoral responses in mice immunized with plas¬ 
mid DNAs encoding SARS-CoV spike gene fragments. Biochem. Biophys. Res. 
Commun. 315,1134-1139. 


Zhang, J., McCrae, K.R., 2005. Annexin A2 mediates endothelial cell acti¬ 
vation by antiphospholipid/anti-|32 glycoprotein I antibodies. Blood 105, 
1964-1969. 

Zhang, X., Wu, K., Wang, D., Yue, X., Song, D., Zhu, Y., Wu, J., 2007. Nucleocapsid 
protein of SARS-CoV activates interleukin-6 expression through cellular tran¬ 
scription factor NF-kB. Virology 365, 324-335. 



